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The B-sheetstructureis one of the mostimportantsecondarystructuresn proteins. Pathogenic3-sheetstructuresare the reasonfor

several diseasedike BSE. In this talk differentmodelsystemsare discussedvhich have the samestructuralback-boneorientationas
aminoacidsin the peptideof a 8-sheetstructure. The chosermodelsystemscontainaminoacidsandpeptideswhich areprotectedat

theNH, andCOOH groups.In orderto obtainthe conformationabrientationof the speciedR/UV doubleresonancenolecularbeam
experimentsareperformedn combinatiorwith abinitio andDFT calculationsBy analyzingthe NH, CH, andCO stretchingvibrations
structuralinformationandintermoleculabondstrengthsn the 8-sheetmodelscanbe derived. Theinvestigateddimer of the protected
aminoacid Ac-Phe-OMe(Phe=pheylalanine,Ac=acetyl, Me=metlyl) is thefirst exampleof a 8-sheetmodelsystemin the gasphase.
Furtherinvestigationsinclude alsothe clustersof dipeptides.Especiallyclustersof dipeptideswith templatemoleculesare presented
which areusedto inhibit the growth of a pathogenig3-sheetstructure. The quality of differenttemplatemoleculess discussed.



